Analogues of phenoxy acetic acid are known to be important compounds, and have been widely investigated for pharmaceutical uses. 1 The efficiency of phenoxy acetic acid analogues as chemotherapeutic agents, especially as inhibitors of human, rabbit and rat platelet aggregation 2 and analgesic properties, which are comparable to that of morphine, is well documented. In addition to this they exhibit nootropic 3 and antiinflammatory activity, which is related to ibuprofen. 4 Besides, considerable work has been carried out with regard to both the synthesis and pharmacological activity of benzophenone derivatives. The most important applications of benzophenones are as anti-inflammatory property, 5 anti-cancer, 6 anti-fungal 7 and anti-malarial 8 agents. With retrospect to the above observations, this presentation is directed towards the facile synthesis and Xray crystallographic study of (4-benzoyl-2-methyl-phenoxy)-acetic acid ethyl ester.
g, 0.026 mol) in dry acetone (50 ml) and anhydrous potassium carbonate (2.69 g, 0.019 mol) for 8 h. The reaction mixture was cooled, and the solvent was removed by distillation. The residual mass was triturated with cold water to remove potassium carbonate, and extracted with ether (3 ¥ 50 ml). The ether layer was washed with a 10% sodium hydroxide solution (3 ¥ 50 ml), followed by water (3 ¥ 30 ml), and then dried over anhydrous sodium sulphate and evaporated to dryness to obtain X-ray Structure Analysis Online The structure of the title compound, (4-benzoyl-2-methyl-phenoxy)-acetic acid ethyl ester (C18H18O4), was established by spectral analysis and X-ray diffraction studies. The compound crystallizes in the orthorhombic space group Pbca with the following unit-cell parameters: a = 36.993(2), b = 10.1567 (7), c = 8.3441(6)Å, Z = 8. The crystal structure was solved by direct methods using single-crystal X-ray diffraction data collected and refined by full-matrix least-squares procedures to a final R-value of 0.0690 for 2155 observed reflections. The dihedral angle between the benzoyl ring and the methyl substituted phenyl ring is 59.4(1)˚. The crystal structure is stabilized by C-H·O and C-H·p hydrogen bonds that link the molecules into infinite chains. 
Dm ( oatation) = 1.281 g/cm X-ray intensity data of 14049 reflections (of which 2687 are unique) were collected at at room temperature on a X'calibur CCD area-detector diffractometer equipped with graphitemonochromated Mo Ka radiation (l = 0.71073 Å). The crystal used for data collection was of dimensions 0.30 ¥ 0.20 ¥ 0.20 mm. The intensities were measured by the w scan mode for q ranges of 3.57 to 25.00˚; 2155 reflections were treated as observed (I > 2s(I)). Data were corrected for Lorentz, polarisation and absorption factors. The structure was solved by direct methods using SHELXS97. 9 All non-hydrogen atoms of the molecule were located in the best E-map. A full-matrix least-squares refinement was carried out using SHELXL97. 9 All H atoms were located from a difference Fourier map, and refined along with their isotropic displacement parameters. The final refinement cycles converged to R = 0.0690 and wR (F 2 ) = 0.1299 for the observed data. The residual electron densities ranged from -0.200 to 0.150 eA -3 . Atomic scattering factors were taken from International Tables for X-ray Crystallography (1992, Vol. C, Tables 4.2.6.8 and 6.1.1.4). The crystallographic data are summarized in Table 1 . Selected bond lengths and bond angles are given in Table 3S . An ORTEP view of the title compound with atomic labeling is shown in Fig. 2 .
The bond lengths and bond angles are comparable to the expected values. 10 The six C-C bond lengths vary from 1.396(5) -1.386(4)Å for benzoyl ring and 1.381(4) -1.396(3)Å for methyl substituted phenyl ring. The average value of the bond angles for both rings is 120.0(2)˚. Rings C1-C6 and C10-C15 are perfectly planar (maximum deviations, 0.006(2)Å for C2 and 0.014(4)Å for C14, respectively) and are oriented at a dihedral angle of 59.4(1)˚.
A packing view of the molecules in the unit cell viewed down the c-axis is shown in Fig. 3S . Molecules in the unit cell are packed together to form chains. The crystal packing exhibits three C-H·O and three C-H·p intermolecular hydrogen bonds, which are responsible for the stability of the molecules within the unit cell. A summary of C-H·O and C-H·p intermolecular hydrogen bonds is given in Table 2 . 
